L 



Page 1 of 3 




OIPE 



RAW SEQUENCE LISTING DATE: 02/05/2002 

PATENT APPLICATION: US/09/93 3 f 115A TIME: 11:43:15 

Input Set : A:\#364510 vl - A34466 - Revised Sequence Listing.txt 
Output Set: N:\CRF3\02052002\I933115A.raw 

4 <110> APPLICANT: Fisher, Paul B. D06S Not Comply 

6 <120> TITLE OF INVENTION: COMBINATORIAL METHODS FOR INDUCING Corrected Diskette NeedeG 

7 CANCER CELL DEATH 

9 <130> FILE REFERENCE: A34466 070050.1618 

11 <140> CURRENT APPLICATION NUMBER: US 09/933 ,115A 

12 <141> CURRENT FILING DATE: 2001-08-20 
14 <160> NUMBER OF SEQ ID NOS : 17 

16 <170> SOFTWARE: FastSEQ for Windows Version 4.0 



ERRORED SEQUENCES 

481 <210> SEQ ID NO: 17 

482 <211> LENGTH: 18 

483 <212> TYPE: DNA 

484 <213> ORGANISM: Artificial Sequence 

486 <22 0> FEATURE: 

487 <223> OTHER INFORMATION: artificial scrambled antisense artificial 

488 oligonucleotide 
490 <400> SEQUENCE: 17 

4 91 actjjgx^tactagctat 18 
E--> 4 92(^ 02736451?^^ 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/93 3 f 115A 



DATE: 02/05/2002 
TIME: 11:43:16 
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Input Set : A:\#364510 vl - A34466 - Revised Sequence Listing.txt 
Output Set: N:\CRF3\02052002\I933115A.raw 

Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:8 
(46) "n" or "Xaa" used, for SEQ ID# : 8 

Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:9 
(46) "n" or "Xaa" used, for SEQ ID# : 9 

Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:10 
(46) "n" or "Xaa" used, for SEQ ID#:10 

Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:11 
(46) "n" or "Xaa" used, for SEQ ID#:11 

Mandatory Feature missing, <221> not found for SEQ ID# : 17 
Mandatory Feature missing, <222> not found for SEQ ID# : 17 
(46) "n" or "Xaa" used, for SEQ ID#:17 

No. of Bases conflict, LENGTH : Input : 1 Counted: 22 SEQ: 17 

(1) Wrong Nucleic Acid Designator, NUMBER OF INVALID KEYS: 10 

(48) String data converted to lower case, 

No. of Seq. differs, <211>LENGTH : Input : 18 Found: 22 SEQ: 17 
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